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SEQUENCE LISTING 

<110> Rory A.J. Curtis 

<120> 55053, A Novel Human Eukaryotic Kinase 
and Uses Therefor 

<130> MNI-206 

<150> 60/248,893 
<151> 2000-11-15 

<160> 8 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 2980 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (86) . . . (2419) 
<400> 1 

gtcgacccac gcgtccgcgg acgcgtgggc ggacgcgtgg gcggacgcgt ggggggggac 60 
cggtcgggcc gggaccaagg gcacc atg teg tec ggg gec aag gag gga ggt 112 
Met Ser Ser Gly Ala Lys Glu Gly Gly 

1 5 

ggg ggc tct ccc gec tac cac etc ccc cac ccc cac ccc cac cca ccc 160 
Gly Gly Ser Pro Ala Tyr His Leu Pro His Pro His Pro His Pro Pro 
10 " 15 20 25 

cag cac gec caa tat gtg ggc ccc tat egg ctg gag aag acg ctg ggc 208 
Gin His Ala Gin Tyr Val Gly Pro Tyr Arg Leu Glu Lys Thr Leu Gly 
30 35 40 

aaa gga cag aca ggg ctg gtt aaa etc ggg gtc cac tgc ate acg ggt 256 
Lys Gly Gin Thr Gly Leu Val Lys Leu Gly Val His Cys lie Thr Gly 
45 " 50 55 

cag aag gtc gec ate aag ate gtg aac egg gag aag ctg teg gag teg 304 
Gin Lys Val Ala lie Lys lie Val Asn Arg Glu Lys Leu Ser Glu Ser 
60 65 70 

gtg ctg atg aag gtg gag egg gag ate gee ate ctg aag etc ate gaa 352 
Val Leu Met Lys Val Glu Arg Glu He Ala He Leu Lys Leu He Glu 
75 80 85 

cac cca cat gtc etc aag etc cac gac gtc tac gag aac aag aaa tat 400 
His Pro His Val Leu Lys Leu His Asp Val Tyr Glu Asn Lys Lys Tyr 
90 95 100 105 



ttg tac ctg gtt ctg gag cac gtc teg ggg ggt gag eta ttc gac tac 
Leu Tyr Leu Val Leu Glu His Val Ser Gly Gly Glu Leu Phe Asp Tyr 
110 115 120 
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ctg gta aag aag ggg aga ctg acg ccc aag gag gcc cga aag ttc ttc 
Leu Val Lys Lys Gly Arg Leu Thr Pro Lys Glu Ala Arg Lys Phe Phe 
125 130 135 

cgc cag att gtg tct gcg ctg gac ttc tgc cac age tac tec ate tgc 
Arg Gin He Val Ser Ala Leu Asp Phe Cys His Ser Tyr Ser He Cys 
140 145 150 

cac aga gac eta aag ccc gag aac ctg ctt ttg gat gag aaa aac aac 
His Arg Asp Leu Lys Pro Glu Asn Leu Leu Leu Asp Glu Lys Asn Asn 
155 " 160 165 

ate cgc att gca gac ttc ggc atg gcg tec ctg cag gtg ggg gac age 
He Arg He Ala Asp Phe Gly Met Ala Ser Leu Gin Val Gly Asp Ser 

170 175 180 185 

etc ctg gag ace age tgc ggg tec ccc cat tat gcg tgt cca gag gtg 
Leu Leu Glu Thr Ser Cys Gly Ser Pro His Tyr Ala Cys Pro Glu Val 
190 195 200 

att aag ggg gaa aaa tat gat ggc cgc egg gca gac atg tgg age tgt 
He Lys Gly Glu Lys Tyr Asp Gly Arg Arg Ala Asp Met Trp Ser Cys 
205 210 215 

gga gtc ate etc ttc gcc ctg etc gtg ggg get ctg ccc ttt gat gac 
Gly Val He Leu Phe Ala Leu Leu Val Gly Ala Leu Pro Phe Asp Asp 
220 225 230 

gac aac etc cgc cag ctg ctg gag aag gtg aaa egg ggc gtc ttc cac 
Asp Asn Leu Arg Gin Leu Leu Glu Lys Val Lys Arg Gly Val Phe His 
235 240 245 

atg ccc cac ttc att cct cca gat tgc cag age etc ctg agg gga atg 
Met Pro His Phe He Pro Pro Asp Cys Gin Ser Leu Leu Arg Gly Met 
250 255 260 265 

ate gaa gtg gag ccc gaa aaa agg etc agt ctg gag caa att cag aaa 
He Glu Val Glu Pro Glu Lys Arg Leu Ser Leu Glu Gin He Gin Lys 
270 275 280 

cat cct tgg tac eta ggc ggg aaa cac gag cca gac ccg tgc ctg gag 
His Pro Trp Tyr Leu Gly Gly Lys His Glu Pro Asp Pro Cys Leu Glu 
285 290 295 

cca gcc cct ggc cgc egg gta gcc atg egg age ctg cca tec aac gga 
Pro Ala Pro Gly Arg Arg Val Ala Met Arg Ser Leu Pro Ser Asn Gly 
300 305 310 

gag ctg gac ccc gac gtc eta gag age atg gca tea ctg ggc tgc ttc 
Glu Leu Asp Pro Asp Val Leu Glu Ser Met Ala Ser Leu Gly Cys Phe 
315 " 320 325 

agg gac cgc gag agg ctg cat cgc gag ctg cgc agt gag gag gag aac 
Arg Asp Arg Glu Arg Leu His Arg Glu Leu Arg Ser Glu Glu Glu Asn 
330 " 335 340 345 

caa gaa aag atg ata tat tat ctg ctt ttg gat egg aag gag egg tat 
Gin Glu Lys Met He Tyr Tyr Leu Leu Leu Asp Arg Lys Glu Arg Tyr 
350 355 360 
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ccc age tgt gag gac cag gac ctg cct ccc egg aat gat gtt gac ccc 

Pro Ser Cys Glu Asp Gin Asp Leu Pro Pro Arg Asn Asp Val Asp Pro 

365 370 375 

ccc egg aag cgt gtg gat tct ccc atg ctg age cgt cac ggg aag egg 

Pro Arg Lys Arg Val Asp Ser Pro Met Leu Ser Arg His Gly Lys Arg 

380 385 390 

cga cca gag egg aag tec atg gaa gtc ctg age ate acc gat gec ggg 

Arg Pro Glu Arg Lys Ser Met Glu Val Leu Ser lie Thr Asp Ala Gly 
395 400 405 

ggt ggt ggc tec cct gta ccc acc cga egg gee ttg gag atg gec cag 

Gly Gly Gly Ser Pro Val Pro Thr Arg Arg Ala Leu Glu Met Ala Gin 

410 415 420 425 

cac age cag aga tec cgt age gtc agt gga gec tec acg ggt ctg tec 

His Ser Gin Arg Ser Arg Ser Val Ser Gly Ala Ser Thr Gly Leu Ser 

430 435 440 

tec age cct eta age age cca agg agt ccg gtc ttt tec ttt tea ccg 

Ser Ser Pro Leu Ser Ser Pro Arg Ser Pro Val Phe Ser Phe Ser Pro 

445 450 455 

gag ccg ggg get gga gat gag get cga ggc ggg ggc tec ccg act tec 

Glu Pro Gly Ala Gly Asp Glu Ala Arg Gly Gly Gly Ser Pro Thr Ser 

460 465 470 

aaa acg cag acg ctg cct tct egg ggc ccc agg ggt ggg ggc gec ggg 

Lys Thr Gin Thr Leu Pro Ser Arg Gly Pro Arg Gly Gly Gly Ala Gly 
475 48 0 ^ 4 85 

gag cag ccc ccg ccc ccc agt gee cgc tec aca ccc ctg ccc ggc ccc 

Glu Gin Pro Pro Pro Pro Ser Ala Arg Ser Thr Pro Leu Pro Gly Pro 

490 495 500 505 

cca ggc tec ccg cgc tec tct ggc ggg acc ccc ttg cac teg cct ctg 

Pro Gly Ser Pro Arg Ser Ser Gly Gly Thr Pro Leu His Ser Pro Leu 

510 515 520 

cac acg ccc egg gec agt ccc acc ggg acc ccg ggg aca aca cca ccc 

His Thr Pro Arg Ala Ser Pro Thr Gly Thr Pro Gly Thr Thr Pro Pro 

525 530 535 

ccc age ccc ggc ggt ggc gtc ggg gga gee gec tgg agg agt cgt etc 

Pro Ser Pro Gly Gly Gly Val Gly Gly Ala Ala Trp Arg Ser Arg Leu 

540 545 550 

aac tec ate cgc aac age ttc ctg ggc tec cct cgc ttt cac egg cgc 

Asn Ser lie Arg Asn Ser Phe Leu Gly Ser Pro Arg Phe His Arg Arg 
555 560 565 

aag atg cag gtc cct acc get gag gag atg tec age ttg acg cca gag 

Lys Met Gin Val Pro Thr Ala Glu Glu Met Ser Ser Leu Thr Pro Glu 

570 575 580 585 

tec tec ccg gag ctg gca aaa cgc tec tgg ttc ggg aac ttc ate tec 

Ser Ser Pro Glu Leu Ala Lys Arg Ser Trp Phe Gly Asn Phe lie Ser 

590 595 600 
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ttg gac aaa gaa gaa caa ata ttc etc gtg eta aag gac aaa cct etc 
Leu Asp Lys Glu Glu Gin He Phe Leu Val Leu Lys Asp Lys Pro Leu 
605 610 615 

age age ate aaa gca gac ate gtc cat gee ttt ctg teg ate ccc age 
Ser Ser He Lys Ala Asp He Val His Ala Phe Leu Ser He Pro Ser 
620 625 630 

ctg agt cac agt gtg ctg tea cag acc age ttc agg gee gag tac aag 
Leu Ser His Ser Val Leu Ser Gin Thr Ser Phe Arg Ala Glu Tyr Lys 
635 640 645 

gee agt ggc ggc ccc tec gtc ttc caa aag ccc gtc cgc ttc cag gtg 
Ala Ser Gly Gly Pro Ser Val Phe Gin Lys Pro Val Arg Phe Gin Val 
650 " 655 660 665 

gac ate age tec tct gag ggt cca gag ccc tec ccg cga egg gac ggc 
Asp He Ser Ser Ser Glu Gly Pro Glu Pro Ser Pro Arg Arg Asp Gly 
670 675 680 

age gga ggt ggt ggc ate tac tec gtc acc ttc act etc ate teg ggt 
Ser Gly Gly Gly Gly He Tyr Ser Val Thr Phe Thr Leu He Ser Gly 
685 690 695 

ccc age cgt egg ttc aag cga gtg gtg gag acc ate cag gca cag etc 
Pro Ser Arg Arg Phe Lys Arg Val Val Glu Thr He Gin Ala Gin Leu 
700 705 710 

ctg age act cat gac cag ccc tec gtg cag gec ctg gca gac gag aag 
Leu Ser Thr His Asp Gin Pro Ser Val Gin Ala Leu Ala Asp Glu Lys 
715 720 725 

aac ggg gee cag acc egg cct get ggt gee cca ccc cga age ctg cag 
Asn Gly Ala Gin Thr Arg Pro Ala Gly Ala Pro Pro Arg Ser Leu Gin 
730 735 740 745 

ccc cca ccc ggc cgc cca gac cca gag ctg age age tct ccc cgc cga 
Pro Pro Pro Gly Arg Pro Asp Pro Glu Leu Ser Ser Ser Pro Arg Arg 
750 755 760 

ggc ccc ccc aag gac aag aag etc ctg gee acc aac ggg acc cct ctg 
Gly Pro Pro Lys Asp Lys Lys Leu Leu Ala Thr Asn Gly Thr Pro Leu 
765 ' ' 770 775 

ccc tgaccccacg gggccgggga gggaggggac ccccctccac cccccttccg 
Pro 



tgccccccaa ctgtgaatct gtaaataagg 
acaaaaaccg gccttgccct gcagggatgg 
gttctagggg aacagggggc gggggagctg 
ttttatttat tgatcaatct etctgegggg 
ggtggcttag cagatcegga cagggccctc 
ccgggcccct cctcccctgg tcctcccccc 
aggaattctg gtttcgcgtg atcctgcctg 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaag 
aaaaaaaaaa aaaaaaaaag ggcggccgct 



cccaaggaac atgtcgggag gggggtggac 2529 
ggctccacag gccgtgccca actgggggtg 2589 
tttctatttt atttattgat taatttatta 2649 
tggggtgggg gagggaeggg agctggttgg 27 09 
tgtccctgtg tcgtccccaa ccccctcttc 2769 
acgaccttct gtacggattt gctctccgga 2829 
cgtccgtgtc tctgattccg ccggcggcaa 288 9 
ataataataa taaatagect tgatcaggga 294 9 
a 2980 
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<210> 2 
<211> 778 
<212> PRT 

<213> Homo sapiens 



<400> 2 



Met 


Ser 


Ser 


Gly Ala 


Lys 


Glu 


Gly Gly Gly 


Gly 


Ser 


Pro 


Ala 


Tyr 


His 


1 








5 










10 










15 




Leu 


Pro 


His 


Pro 


His 


Pro 


His 


Pro 


Pro 


Gin 


His 


Ala 


Gin Tyr Val 


Gly 








20 










25 










30 






Pro 


Tyr 


Arg 


Leu 


Glu 


Lys 


Thr 


Leu 


Gly 


Lys 


Gly 


Gin 


Thr 


Gly 


Leu 


Val 






35 










40 










45 








Lys 


Leu 


Gly Val 


His 


Cys 


He 


Thr 


Gly 


Gin 


Lys 


Val 


Ala 


He 


Lys 


He 




50 










55 










60 










Val 


Asn 


rg 


Glu 


Lys 


Leu 


Ser 


Glu 


Ser 


Val 


Leu 


Met 


Lys 


Val 


Glu 


Arg 


65 










70 










75 










80 


Glu 


lie 


Ala 


He 


Leu 


Lys 


Leu 


He 


Glu 


His 


Pro 


His 


Val 


Leu 


Lys 


Leu 










85 










90 










95 




His 


Asp 


Val 


Tyr 


Glu 


Asn 


Lys 


Lys 


Tyr 




Tyr 


Leu 


Val 


Leu 


Glu 


His 








100 










105 










110 






Val 


Ser 


Gly 


Gly 


Glu 


Leu 


Phe 


Asp 


Tyr 


Leu 


Val 


Lys 


Lys 


Gly 


A 


Leu 






115 










120 










125 








Thr 


Pro 


Lys 


Glu 


Ala 


Arg 


Lys 




Phe 


A 


Gin 


He 




Ser 


Ala 


Leu 




130 










135 










140 










Asp 


Phe 


Cys 


His 


Ser 


Tyr 


Ser 


He 
e 


ys 


His 


Arg 


Asp 


Leu 


L 


Pro 


Glu 


145 










150 










155. 










160 




Leu 


Leu 


Leu 


Asp 


Glu 


Lys 


Asn 


Asn 


He 


Arg 


He 


Ala 


Asp 


Phe 


Gly 










165 










170 










175 




Met 


Ala 


Ser 


Leu 


Gin 


Val 


Gly 


sp 


Ser 




Leu 


Glu 


Thr 


Ser 


Cys 


Gly 








180 










185 










190 






Ser 


Pro 


His 


Tyr Ala 


Cys 


Pro 


Glu 


Val 


He 


Lys 


Gly 


Glu 


Lys 


T 

yr 


Asp 


























205 








Gly 


Arg 


A. 95 


Ala 


Asp 


Met 


Trp 




C s 
ys 


Gl 


Val 


He 


Leu 


Phe 


Ala 


Leu 




210 










215 










220 










Leu 


Val 


Gly 


Ala 


Leu 


Pro 


Phe 


Asr> 


Asd 


Asn 


Asn 


Leu 


Arg 


Gin 


Leu 


Leu 


225 










230 










235 










240 


Glu 


Lys 


Val 


Lys 


Arg 


Gly 


Val 


Phe 


His 


Met 


Pro 


His 


Phe 


He 


Pro 


Pro 










245 










250 










255 




Asp 


Cys 


Gin 


Ser 


Leu 


Leu 


Arg 


Gly 


Met 


He 


Glu 


Val 


Glu 


Pro 


Glu 


Lys 








260 










265 










270 






Arg 


Leu 


Ser 


Leu 


Glu 


Gin 


He 


Gin 


Lys 


His 


Pro 


Trp 


Tyr 


Leu 


Gly 


Gly 






275 










280 










285 








Lys 


His 


Glu 


Pro 


Asp 


Pro 


Cys 




Glu 


Pro 


Ala 


Pro 


Gly Arg 


Arg 


Val 




290 










295 










300 










Ala 


Met 


Arg 


Ser 


Leu 


Pro 


Ser 


Asn 


Gly 


Glu 


Leu 


Asp 


Pro 


Asp 


Val 


Leu 


305 










310 










315 










320 


Glu 


Ser 


Met 


Ala 


Ser 


Leu 


Gly 


Cys 


Phe 


Arg 


Asp 


Arg 


Glu 


Arg 


Leu 


His 










325 










330 










335 




Arg 


Glu 


Leu 


Arg 


Ser 


Glu 


Glu 


Glu 


Asn 


Gin 


Glu 


Lys 


Met 


He 


Tyr 


Tyr 






340 










345 










350 






Leu 


Leu 


Leu 


Asp 


Arg 


Lys 


Glu 


Arg 


Tyr 


Pro 


Ser 


Cys 


Glu 


Asp 


Gin 


Asp 






355 










360 










365 








Leu 


Pro 


Pro Arg 


Asn 


Asp 


Val 


Asp 


Pro 


Pro 


Arg 


Lys 


Arg 


Val 


Asp 


Ser 




370 










375 










380 










Pro 


Met 


Leu 


Ser 


Arg 


His 


Gly 


Lys 


Arg 


Arg 


Pro 


Glu 


Arg 


Lys 


Ser 


Met 


385 










390 










395 










400 


Glu 


Val 


Leu 


Ser 


He 


Thr 


Asp 


Ala 


Gly 


Gly 


Gly Gly 


Ser 


Pro 


Val 


Pro 










405 










410 










415 




Thr 


Arg 


Arg 


Ala 


Leu 


Glu 


Met 


Ala 


Gin 


His 


Ser 


Gin 


Arg 


Ser 


Arg 


Ser 



420 425 430 
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Val 


Ser 


Gly Ala 


Ser 


Thr 


Gly 




er 


Ser 








Ser 


Ser 








435 










440 










445 








rg 




Pro 


Val 


Ph 


Ser 


Phe 


er 


ro 


Gl 

U 


ro 




Ala 


y 


sp 


Gl 

U 




450 










455 










460 












rg 


Gly Gly 


y 


Ser 


Pro 


Th 

r 


Ser 
er 


ys 


Thr 


Gin 
n 


Th 

r 


eu 


ro 




4 65 










470 










475 












rg 


y 


Pro 


Arg 




Gly Gly 




Y 


Glu 


Gin 


ro 


Pro 
ro 


Pr 
ro 


Pr 
„ J r '-' 


er 










485 










4 90 














Ala 


rg 


Ser 


Thr 


Pro 


Leu 


Pro 


Y 


Pro 


Pr 
r 


y 


S r 


Pro 




Ser 


Ser 








500 










505 
















Gl 


Gly 


Tnr 


Pro 


Leu 


His 


Ser 


Pro 


Le 


His 


Thr 


Pro 


Arg 


Ala 


Ser 


Pro 






515 










520 










52 5 








Th 

r 


Gl 

y 


Thr 


Pro 


Gly 


Thr 


Thr 


ro 


ro 


P o 
ro 


er 


Pr 


Gly 


CI 

y 


Gl 

y 


Val 














535 






















y 


Ala 


Ala 


Trp Arg 


Ser 


rg 


eu 


sn 




He 


rg 


As 
sn 


S r 
er 


Phe 


545 










550 










555 












Leu 
eu 


Gl 


Ser 


Pro 


Arg 


Phe 


His 


rg 


rg 




6 


Gin 
n 


V 1 


Pr 
ro 


Thr 


a 1 g 

a 










565 










570 










575 




U 


U 


Met 


Ser 


Ser 


Leu 


Thr 


ro 




er 


er 


ro 


U 




a 


ys 








58 0 










585 










59Q 






rg 


er 


Trp 


Phe 


Gly Asn 


Phe 




er 


eu 


sp 


ys 


fine! 


U 


n 


e 






595 










firm 






















Val 


Leu 


Lys 


Asp 


Lys 


p 

Pro 


Leu 


Ser 


Ser 


fitn 


Lys 


Ala 


Asp 


lie 




fiin 










615 










620 












is 


Ala 


Phe 


Leu 


Ser 


He 


ro 


er 


eu 




xs 


er 


a 


eu 




625 










630 










635 










° _ 


Gin 


Thr 


Ser 


Phe 


Arg 


Ala 


Glu 


Tyr 


Lys 


fi 1 ^ 


Ser 


Gly 


Gly 


Pro 


fi Sr 


Val 










645 










650 










655 




Phe 


Gin 


Lys 


Pro 


Val 


Arg 


Phe 


Gin 


Val 


Asp 


He 


Ser 


Ser 


Ser 


Glu 


Gly 








660 










665 










670 






Pro 


Glu 


Pro 


Ser 


Pro 


Arg 


Arg 


Asp 


Gly 


Ser 


Gly 


Gly 


oly 


Gly 


He 


Tyr 
















680 










68 5 








Ser 




Thr 


Phe 


Thr 


Leu 


He 


ber 


Gly 


Pro 


Ser 




Arg 


Phe 


Lys 


Arg 














695 






















a 


Glu 


Thr 


He 


Gin 


Ala 


n 


eu 


eu 




my/ 


is 


sp 


n 




705 










710 










7 15 










720 


Ser 


Val 


Gin 


Ala 


Leu 


Ala 


Asp 


Glu 


Lys 


Asn 


Gly 


Ala 


Gin 


Thr 


Arg 












725 










730 










735 




Ala 


Gly 


Ala 


Pro 


Pro Arg 


Ser 


Leu 


Gin 


Pro 


Pro 


Pro 


Gly 


Arg 


Pro 


Asp 








740 










745 










750 






Pro 


Glu 


Leu 


Ser 


Ser 


Ser 


Pro 


Arg 


Arg 


Gly 


Pro 


Pro 


Lys 


Asp 


Lys 


Lys 






755 










760 










765 








Leu 


Leu 


Ala 


Thr 


Asn 


Gly 


Thr 


Pro 


Leu 


Pro 















770 775 



<210> 3 

<211> 2334 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (2334) 

<400> 3 

atg teg tec ggg gec aag gag gga ggt ggg ggc tct ccc gec tac cac 48 

Met Ser Ser Gly Ala Lys Glu Gly Gly Gly Gly Ser Pro Ala Tyr His 

15 10 15 
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etc ccc cac ccc cac ccc cac cca ccc cag cac gec caa tat gtg ggc 
Leu Pro His Pro His Pro His Pro Pro Gin His Ala Gin Tyr Val Gly 
20 25 30 

ccc tat egg ctg gag aag acg ctg ggc aaa gga cag aca ggg ctg gtt 
Pro Tyr Arg Leu Glu Lys Thr Leu Gly Lys Gly Gin Thr Gly Leu Val 
35 40 45 

aaa etc ggg gtc cac tgc ate acg ggt cag aag gtc gee ate aag ate 
Lys Leu Gly Val His Cys lie Thr Gly Gin Lys Val Ala He Lys He 
50 55 60 

gtg aac egg gag aag ctg teg gag teg gtg ctg atg aag gtg gag egg 
Val Asn Arg Glu Lys Leu Ser Glu Ser Val Leu Met Lys Val Glu Arg 
65 70 75 80 

gag ate gee ate ctg aag etc ate gaa cac cca cat gtc etc aag etc 
Glu He Ala He Leu Lys Leu He Glu His Pro His Val Leu Lys Leu 
85 90 95 

cac gac gtc tac gag aac aag aaa tat ttg tac ctg gtt ctg gag cac 
His Asp Val Tyr Glu Asn Lys Lys Tyr Leu Tyr Leu Val Leu Glu His 
100 105 110 

gtc teg ggg ggt gag eta ttc gac tac ctg gta aag aag ggg aga ctg 
Val Ser Gly Gly Glu Leu Phe Asp Tyr Leu Val Lys Lys Gly Arg Leu 
115 120 125 

acg ccc aag gag gee cga aag ttc ttc cgc cag att gtg tct gcg ctg 
Thr Pro Lys Glu Ala Arg Lys Phe Phe Arg Gin He Val Ser Ala Leu 
130 135 140 

gac ttc tgc cac age tac tec ate tgc cac aga gac eta aag ccc gag 
Asp Phe Cys His Ser Tyr Ser He Cys His Arg Asp Leu Lys Pro Glu 
145 150 155 160 

aac ctg ctt ttg gat gag aaa aac aac ate cgc att gca gac ttc ggc 
Asn Leu Leu Leu Asp Glu Lys Asn Asn He Arg He Ala Asp Phe Gly 
165 170 175 

atg gcg tec ctg cag gtg ggg gac age etc ctg gag acc age tgc ggg 
Met Ala Ser Leu Gin Val Gly Asp Ser Leu Leu Glu Thr Ser Cys Gly 
180 185 190 

tec ccc cat tat gcg tgt cca gag gtg att aag ggg gaa aaa tat gat 
Ser Pro His Tyr Ala Cys Pro Glu Val He Lys Gly Glu Lys Tyr Asp 
195 200 205 

ggc cgc egg gca gac atg tgg age tgt gga gtc ate etc ttc gee ctg 
Gly Arg Arg Ala Asp Met Trp Ser Cys Gly Val He Leu Phe Ala Leu 
210 215 220 

etc gtg ggg get ctg ccc ttt gat gac gac aac etc cgc cag ctg ctg 
Leu Val Gly Ala Leu Pro Phe Asp Asp Asp Asn Leu Arg Gin Leu Leu 
225 ' 230 235 240 

gag aag gtg aaa egg ggc gtc ttc cac atg ccc cac ttc att cct cca 
Glu Lys Val Lys Arg Gly Val Phe His Met Pro His Phe He Pro Pro 
245 250 255 
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gat tgc cag age etc ctg agg gga atg ate gaa gtg gag ccc gaa aaa 
Asp Cys Gin Ser Leu Leu Arg Gly Met He Glu Val Glu Pro Glu Lys 
260 265 270 

agg etc agt ctg gag caa att cag aaa cat cct tgg tac eta ggc ggg 
Arg Leu Ser Leu Glu Gin He Gin Lys His Pro Trp Tyr Leu Gly Gly 
275 280 285 

aaa cac gag cca gac ccg tgc ctg gag cca gec cct ggc cgc egg gta 
Lys His Glu Pro Asp Pro Cys Leu Glu Pro Ala Pro Gly Arg Arg Val 
290 295 300 

gec atg egg age ctg cca tec aac gga gag ctg gac ccc gac gtc eta 
Ala Met Arg Ser Leu Pro Ser Asn Gly Glu Leu Asp Pro Asp Val Leu 
305 ' 310 315 320 

gag age atg gca tea ctg ggc tgc ttc agg gac cgc gag agg ctg cat 
Glu Ser Met Ala Ser Leu Gly Cys Phe Arg Asp Arg Glu Arg Leu His 
325 330 335 

cgc gag ctg cgc agt gag gag gag aac caa gaa aag atg ata tat tat 
Arg Glu Leu Arg Ser Glu Glu Glu Asn Gin Glu Lys Met He Tyr Tyr 
340 345 350 

ctg ctt ttg gat egg aag gag egg tat ccc age tgt gag gac cag gac 
Leu Leu Leu Asp Arg Lys Glu Arg Tyr Pro Ser Cys Glu Asp Gin Asp 
355 360 365 

ctg cct ccc egg aat gat gtt gac ccc ccc egg aag cgt gtg gat tct 
Leu Pro Pro Arg Asn Asp Val Asp Pro Pro Arg Lys Arg Val Asp Ser 
370 375 380 

ccc atg ctg age cgt cac ggg aag egg cga cca gag egg aag tec atg 
Pro Met Leu Ser Arg His Gly Lys Arg Arg Pro Glu Arg Lys Ser Met 
385 390 395 400 

gaa gtc ctg age ate acc gat gec ggg ggt ggt gge tec cct gta ccc 
Glu Val Leu Ser He Thr Asp Ala Gly Gly Gly Gly Ser Pro Val Pro 
405 410 415 

acc cga egg gec ttg gag atg gee cag cac age cag aga tec cgt age 
Thr Arg Arg Ala Leu Glu Met Ala Gin His Ser Gin Arg Ser Arg Ser 
420 425 430 

gtc agt gga gee tec acg ggt ctg tec tec age cct eta age age cca 
Val Ser Gly Ala Ser Thr Gly Leu Ser Ser Ser Pro Leu Ser Ser Pro 
435 440 445 

agg agt ccg gtc ttt tec ttt tea ccg gag ccg ggg get gga gat gag 
Arg Ser Pro Val Phe Ser Phe Ser Pro Glu Pro Gly Ala Gly Asp Glu 
450 455 460 

get cga ggc ggg ggc tec ccg act tec aaa acg cag acg ctg cct tct 
Ala Arg Gly Gly Gly Ser Pro Thr Ser Lys Thr Gin Thr Leu Pro Ser 
465 470 475 480 

egg ggc ccc agg ggt ggg ggc gee ggg gag cag ccc ccg ccc ccc agt 
Arg Gly Pro Arg Gly Gly Gly Ala Gly Glu Gin Pro Pro Pro Pro Ser 
485 490 495 
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gcc cgc tec aca ccc ctg ccc ggc ccc cca ggc tec ccg cgc tec tct 
Ala Arg Ser Thr Pro Leu Pro Gly Pro Pro Gly Ser Pro Arg Ser Ser 
500 505 510 

ggc ggg ace ccc ttg cac teg cct ctg cac acg ccc egg gec agt ccc 
Gly Gly Thr Pro Leu His Ser Pro Leu His Thr Pro Arg Ala Ser Pro 
515 520 525 

acc ggg ace ccg ggg aca aca cca ccc ccc age ccc ggc ggt ggc gtc 
Thr Gly Thr Pro Gly Thr Thr Pro Pro Pro Ser Pro Gly Gly Gly Val 
530 535 540 

ggg gga gee gee tgg agg agt cgt etc aac tec ate cgc aac age ttc 
Gly Gly Ala Ala Trp Arg Ser Arg Leu Asn Ser He Arg Asn Ser Phe 
545 550 555 560 

ctg ggc tec cct cgc ttt cac egg cgc aag atg cag gtc cct acc get 
Leu Gly Ser Pro Arg Phe His Arg Arg Lys Met Gin Val Pro Thr Ala 
565 570 575 

gag gag atg tec age ttg acg cca gag tec tec ccg gag ctg gca aaa 
Glu Glu Met Ser Ser Leu Thr Pro Glu Ser Ser Pro Glu Leu Ala Lys 
580 585 590 

cgc tec tgg ttc ggg aac ttc ate tec ttg gac aaa gaa gaa caa ata 
Arg Ser Trp Phe Gly Asn Phe He Ser Leu Asp Lys Glu Glu Gin He 
595 ' 600 605 

ttc etc gtg eta aag gac aaa cct etc age age ate aaa gca gac ate 
Phe Leu Val Leu Lys Asp Lys Pro Leu Ser Ser He Lys Ala Asp He 
610 615 620 

gtc cat gee ttt ctg teg ate ccc age ctg agt cac agt gtg ctg tea 
Val His Ala Phe Leu Ser He Pro Ser Leu Ser His Ser Val Leu Ser 
625 630 635 640 

cag acc age ttc agg gec gag tac aag gec agt ggc ggc ccc tec gtc 
Gin Thr Ser Phe Arg Ala Glu Tyr Lys Ala Ser Gly Gly Pro Ser Val 
645 650 655 

ttc caa aag ccc gtc cgc ttc cag gtg gac ate age tec tct gag ggt 
Phe Gin Lys Pro Val Arg Phe Gin Val Asp He Ser Ser Ser Glu Gly 
660 665 670 

cca gag ccc tec ccg cga egg gac ggc age gga ggt ggt ggc ate tac 
Pro Glu Pro Ser Pro Arg Arg Asp Gly Ser Gly Gly Gly Gly He Tyr 
675 680 685 

tec gtc acc ttc act etc ate teg ggt ccc age cgt egg ttc aag cga 
Ser Val Thr Phe Thr Leu He Ser Gly Pro Ser Arg Arg Phe Lys Arg 
690 695 700 

gtg gtg gag acc ate cag gca cag etc ctg age act cat gac cag ccc 
Val Val Glu Thr He Gin Ala Gin Leu Leu Ser Thr His Asp Gin Pro 
705 710 715 720 

tec gtg cag gee ctg gca gac gag aag aac ggg gee cag acc egg cct 
Ser Val Gin Ala Leu Ala Asp Glu Lys Asn Gly Ala Gin Thr Arg Pro 
725 730 735 
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gct ggt gcc cca ccc cga 
Ala Gly Ala Pro Pro Arg 
740 

cca gag ctg age age tct 
Pro Glu Leu Ser Ser Ser 
755 

etc ctg gcc acc aac ggg 
Leu Leu Ala Thr Asn Gly 
770 



age ctg cag ccc cca ccc 
Ser Leu Gin Pro Pro Pro 
745 

ccc cgc cga ggc ccc ccc 
Pro Arg Arg Gly Pro Pro 
760 

acc cct ctg ccc 
Thr Pro Leu Pro 
775 



ggc cgc cca gac 2256 
Gly Arg Pro Asp 
750 

aag gac aag aag 2304 

Lys Asp Lys Lys 

765 

2334 



<210> 4 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> serine/threonine kinase signature motif consensus 
sequence 

<221> VARIANT 
<222> 1 

<223> Xaa= Leu, He, Val, Met, Phe, Tyr, or Cys 

<221> VARIANT 

<222> 2, 4, 8, 9 

<223> Xaa=any amino acids 

<2 21> VARIANT 
<222> 3 

<223> Xaa= His or Tyr 

<2 21> VARIANT 
<222> 6 

<223> Xaa= Leu, He, Val, Met, Phe, or Tyr 

<221> VARIANT 
<222> 11, 12, 13 

<223> Xaa= Leu, He, Val, Met, Phe, Tyr, Cys, or Thr 
<400> 4 

Xaa Xaa Xaa Xaa Asp Xaa Lys Xaa Xaa Asn Xaa Xaa Xaa 
15 10 



<210> 5 
<211> 278 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Eukaryotic protein kinase domain 
<400> 5 

Tyr Glu Leu Leu Glu Lys Leu Gly Glu Gly Ser Phe Gly Lys Val Tyr 

15 10 15 

Lys Ala Lys His Lys Thr Gly Lys He Val Ala Val Lys He Leu Lys 
20 25 30 
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Lys 


Glu 


Ser 


Leu 


Ser 


Leu 


Arg 


Glu 


He 


Gin 


He 


Leu 


Lys 


Arg 


Leu 


Ser 




35 










40 










45 








His 


Pro 


Asn 


He 


Val 


Arg 


Leu 


Leu 


Gly 


Val 


Phe 


Glu 


Asp 


Thr 


Asp 


Asp 




50 










55 










60 










His 


Leu 


Tyr 


Leu 


Val 


Met 


Glu 


Tyr 


Met 


Glu 


Gly 


Gly 


Asp 


Leu 


Phe 


Asp 


65 










70 










75 










80 


Tyr 


Leu 


Arg 


Arg 


Asn 


Gly 


Pro 


Leu 


Ser 


Glu 


Lys 


Giu 


Ala 


Lys 


Lys 


He 








85 










90 










95 




Ala 


Leu 


Gin 


He 


Leu 


Arg 


Gly 


Leu 


Glu 


Tyr 


Leu 


His 


Ser 


Asn 


Gly 


He 








100 










105 










110 






Val 


His 


Arg 


Asp 


Leu 


Lys 


Pro 


Glu 


Asn 


He 


Leu 


Leu 


Asp 


Glu 


Asn 


Gly 






115 










120 










125 








Thr 


Val 


Lys 


He 


Ala 


Asp 


Phe 


Gly 


Leu 


Ala 


Arg 


Leu 


Leu 


Glu 


Lys 


Leu 




130 










135 










140 










Thr 


Thr 


Phe 


Val 


Gly 


Thr 


Pro 


Trp 


Tyr 


Met 


Met 


Ala 


Pro 


Glu 


Val 


He 


145 










150 










155 










160 


Leu 


Glu 


Gly 


Arg 


Gly 


Tyr 


Ser 


Ser 


Lys 


Val 


Asp 


Val 


Trp 


Ser 


Leu 


Gly 










165 










170 










175 




Val 


He 


Leu 


Tyr 


Glu 


Leu 


Leu 


Thr 


Gly 


Gly 


Pro 


Leu 


Phe 


Pro 


Gly 


Ala 








180 










185 










190 






Asp 


Leu 


Pro 


Ala 


Phe 


Thr 


Gly 


Gly 


Asp 


Glu 


Val 


Asp 


Gin 


Leu 


He 


lie 




195 










200 










205 








Phe 


Val 


Leu 


Lys 


Leu 


Pro 


Phe 


Ser 


Asp 


Glu 


Leu 


Pro 


Lys 


Thr 


Arg 


lie 




210 










215 










220 










Asp 


Pro 


Leu 


Glu 


Glu 


Leu 


Phe 


Arg 


He 


Lys 


Lys 


Arg 


Arg 


Leu 


Pro 


Leu 


225 










230 










235 










240 


Pro 


Ser 


Asn 


Cys 


Ser 


Glu 


Glu 


Leu 


Lys 


Asp 


Leu 


Leu 


Lys 


Lys 


Cys 


Leu 








245 










250 










255 




Asn 


Lys 


Asp 


Pro 


Ser 


Lys 


Arg 


Pro 


Gly 


Ser 


Ala 


Thr 


Ala 


Lys 


Glu 


He 






260 










2 65 










270 






Leu 


Asn 


His 


Pro 


Trp 


Phe 























275 



<210> 6 
<211> 41 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> UBA domain 
<400> 6 

Glu Asp Glu Glu Lys lie Glu Gin 

1 5 
Glu Glu Val Val Lys Ala Leu Arg 
20 

Arg Ala Ala Glu Trp Leu Leu Ser 
35 40 



Leu Val Glu Met Gly Phe Asp Arg 

10 15 
Ala Thr Asn Gly Asn Gly Val Glu 
25 30 
His 



<210> 7 
<211> 231 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> serkin_6 domain 
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<400> 7 






























Tyr 


Glu 


Leu 


Leu 


Lys 


Lys 


Leu 


Gly Lys 


Gly Ala 


Phe 


Gly 


Lys 


Val 


Tyr 


1 








5 










10 










15 






Ala 


Arg 


Asp 


Lys 


Lys 


Thr 


Gly Arg 


Leu 


Val 


Ala 


He 


Lys 


Val 


He 






20 










25 










30 








Glu 


Arg 


He 


Leu Arg 


Glu 


He 


Lys 


He 


Leu 


Lys 


Lys 


Asp 


His 


Pro 




35 










40 










45 










He 


Val 


Lys 


Leu 


Tyr 


Asp 


Val 


Phe 


Glu 


Asp 


Asp 


Lys 


Leu 


Tyr 


Leu 




50 










55 










60 










Val 


Met 


Glu 


Tyr 


Cys 


Glu 


Gly Asp 


Leu 


Gly Asp 


Leu 


Phe 


Asp 


Leu 


Leu 


65 










70 










75 










80 


Lys 


L 


Arq 


Gly Arg Arg 


Gly 


Leu 


Arg 


Lys 


Val 


Leu 


Ser 


Glu 


Glu 


Ala 






85 










90 










95 




Arg 


Phe 


Tyr 


Phe 


Arg 


Gin 


He 


Leu 


Ser 


Ala 


Leu 


Glu 


Tyr 


Leu 


His 


Ser 




100 










105 










110 








Gl 


He 


He 


His 


Arg 


Asp 


Leu 


Lys 


Pro 


Glu 


Asn 


He 


Leu 


Leu 


Asp 
















120 










125 








Ser 
er 


His 


Val 


Lys 


Leu 


Ala 


Asp 


Phe 


Gly 


Leu 


Ala 


Arg 


Gin 


Leu 


Thr 


Thr 




130 










135 










140 










Phe 


Val 


Gly 


Thr 


Pro 


Glu 


Tyr 


Met 


Ala 


Pro 


Glu 


Val 


Leu 


Gly 


Tyr 


Gly 


145 








150 










155 










160 


Lys 


Pro 


Ala 


Val 


Asp 


He 


Trp 


Ser 


Leu 


Gly 


Cys 


He 


Leu 


Tyr 


Glu 


Leu 








165 










170 










175 




Leu 


Thr 


Gly 


Lys 


Pro 


Pro 


Phe 


Pro 


Gin 


Leu 


Asp 


Leu 


He 


Phe 


Lys 


Lys 






180 










185 










190 






He 


Gly 


Ser 


Pro 


Glu 


Ala 


Lys 


Asp 


Leu 


He 


Lys 


Lys 


Leu 


Leu 


Val 


Lys 




195 










200 










205 








Asp 


Pro 


Glu 


Lys 


Arg 


Leu 


Thr 


Ala 


Glu 


Ala 


Leu 


Glu 


Asp 


Glu 


Leu 


Asp 


210 










215 










220 










He 


Lys 


Ala 


His 


Pro 


Phe 


Phe 




















225 










230 























<210> 8 
<211> 280 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> tyrkin_6 domain 



<400> 8 




























Leu 


Thr 


Leu 


Gly 


Lys 


Lys 


Leu 


Gly 


Glu 


Gly Ala 


Phe 


Gly 


Glu 


Val 


Tyr 


1 






5 










10 








15 




Lys 


Gly 


Thr 


Leu 


Lys 


He 


Glu 


Val 


Ala 


Val Lys 


Thr 


Leu 


Lys 


Glu 


Asp 




20 










25 








30 






Ala 


Lys 


Glu 


Glu 


Phe 


Leu 


Arg 


Glu 


Ala 


Lys He 


Met 


Lys 


Lys 


Leu 


Gly 




35 










40 








45 








Gly 


Lys 


His 


Pro 


Asn 


He 


Val 


Lys 


Leu 


Leu Gly Val 


Cys 


Thr 


Glu 


Glu 


50 










55 








60 










Gly 


Arg 


Arg 


Phe 


Met 


Glu 


Val 


Glu 


Pro 


Leu Met 


He 


Val 


Met 


Glu 


Tyr 


65 








70 








75 










80 


Met 


Glu 


Gly 


Gly 


Asp 


Leu 


Leu 


Asp 


Tyr 


Leu Arg 


Lys 


Asn 


Arg 


Pro 


Lys 










85 










90 








95 




Leu 


Ser 


Leu 


Ser 


Asp 


Leu 


Leu 


Ser 


Phe 


Ala Leu 


Gin 


He 


Ala 




Gly 








100 










105 








110 






Met 


Glu 


Tyr 


Leu 


Glu 


Ser 


Lys 


Asn 


Phe 


Val His 


Arg 


Asp 


Leu 


Ala 


Ala 






115 










120 








125 








Arg 


Asn 


Cys 


Leu 


Val 


Gly Glu 


Asn 


Lys 


Val Val 


Lys 


He 


Ser 


Asp 


Phe 




130 










135 








140 











Gly 


Leu 


Ser 


Arg 


Asp 


Leu 


Tyr 


Asp 


Asp 


145 










150 








Asp 


Tyr 


Tyr 


Arg 


Lys 
165 


Lys 


Gly 


Gly 


Lys 


He 


Arg 


Trp 


Met 
180 


Ala 


Pro 


Glu 


Ser 


Leu 

185 


Lys 


Ser 


Asp 


Val 


Trp 


Ser 


Phe 


Gly 


Val 




195 










200 




Leu 


Gly 
210 


Glu 


Gin 


Pro 


Tyr 


Pro 

215 


Gly 


Glu 


Glu 


Glu 


Val 


Leu 


Glu 


Tyr 


Leu 


Lys 


Lys 


225 










230 








Glu 


Asn 


Asp 


Leu 


Pro 

245 


He 


Ser 


Ser 


Val 


Asp 


Leu 


Met 


Leu 


Gin 


Cys 


Trp 


Ala 


Glu 






260 










265 


Phe 


Ser 


Glu 
275 


Leu 


Val 


Glu 


Arg 


Leu 
280 
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Asp 


Lys 
155 


Lys 


Gly 


Glu 


Ser 


Lys 
160 


Gly 


Gly 


Lys 


Thr 


Leu 


Leu 


Pro 


170 










175 




Lys 


Asp 


Gly 


Lys 


Phe 
190 


Thr 


Ser 


Leu 


Leu 


Trp 


Glu 
205 


He 


Phe 


Thr 


He 


Gin 


Gin 
220 


Phe 


Met 


Ser 


Asn 


Gly 


Tyr 
235 


Arg 


Leu 


Pro 


Lys 


Pro 
240 


Thr 


Cys 


Pro 


Asp 


Glu 


Leu 


Tyr 


250 










255 




Asp 


Pro 


Glu 


Asp 


Arg 
270 


Pro 


Thr 



